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Abstract
Background
Dengue has emerged as one of the most important infectious diseases in the last five
decades. Evidence indicates the expansion of dengue virus endemic areas and conse-
quently the exponential increase of dengue virus infections across the subtropics. The clini-
cal manifestations of dengue virus infection include sudden fever, rash, headache, myalgia
and in more serious cases, spontaneous bleeding. These manifestations occur in children
as well as in adults. Defining the epidemiology of dengue in a given area is critical to under-
standing the disease and devising effective public health strategies.
Methodology/Principal Findings
Here, we report the results from a prospective cohort study of 4380 adults in West Java,
Indonesia, from 2000–2004 and 2006–2009. A total of 2167 febrile episodes were docu-
mented and dengue virus infections were confirmed by RT-PCR or serology in 268 cases
(12.4%). The proportion ranged from 7.6 to 41.8% each year. The overall incidence rate of
symptomatic dengue virus infections was 17.3 cases/1,000 person years and between
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September 2006 and April 2008 asymptomatic infections were 2.6 times more frequent
than symptomatic infections. According to the 1997 WHO classification guidelines, there
were 210 dengue fever cases, 53 dengue hemorrhagic fever cases (including one dengue
shock syndrome case) and five unclassified cases. Evidence for sequential dengue virus
infections was seen in six subjects. All four dengue virus serotypes circulated most years.
Inapparent dengue virus infections were predominantly associated with DENV-4 infections.
Conclusions/Significance
Dengue virus was responsible for a significant percentage of febrile illnesses in an adult
population in West Java, Indonesia, and this percentage varied from year to year. The
observed incidence rate during the study period was 43 times higher than the reported
national or provincial rates during the same time period. A wide range of clinical severity
was observed with most infections resulting in asymptomatic disease. The circulation of all
four serotypes of dengue virus was observed in most years of the study.
Author Summary
Dengue is the fastest spreading mosquito borne diseases in the world and is endemic in
most tropical and sub-tropical countries with an estimated 96 million infections resulting
in clinical disease annually. Population-based longitudinal prospective studies are essential
for understanding dengue virus in the natural setting and developing prevention strategies
to curtail the impact of disease. We present the results of a longitudinal cohort study of
adults in West Java, Indonesia that was conducted between 2000–2004 and 2006–2009.
We found that in adults, dengue virus was a significant cause of febrile illness. The entire
spectrum of clinical severity was observed with most dengue virus infections manifesting
as asymptomatic. The incidence of symptomatic dengue virus infections observed in this
cohort was much higher than reported national or provincial rates. In addition, we
observed all four dengue virus serotypes circulating during most years of the study.
Introduction
Dengue is caused by infection with one of the four dengue viruses: dengue virus 1 (DENV-1),
DENV-2, DENV-3 and DENV-4 [1]. Infection with any of these viruses may result in asymp-
tomatic infection, dengue fever (DF), or the more severe forms, dengue hemorrhagic fever
(DHF) and dengue shock syndrome (DSS). DHF and DSS were recognized in Southeast Asia
soon after multiple serotypes began to circulate in the 1950s [2,3]. Since then the burden of
dengue has increased rapidly with the number of annual cases worldwide rising from 908 in
the 1950s to 925,896 in the 2000s[4]. The number of dengue-endemic countries has also
expanded from nine to over 110[4,5]. Cases of DHF and DSS have also been increasingly recog-
nized in other regions including South Asia, Latin America and the Pacific [6–9], with pediatric
cases being more common. In recent years, DF and DHF/DSS have become more common in
adults [10–12]. Because of the increased geographical circulation of the virus and the impact of
the infection, dengue virus is widely recognized as the most important arboviral infection
worldwide.
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Many clinical and epidemiological studies on dengue have relied on outbreak investigations
and hospital based studies [13–23]. These studies provide a wealth of data regarding clinical
manifestations, laboratory parameters, pathology, and management of the disease. However,
they also have some limitations. Hospital studies, for instance, mostly represent severe cases
and do not cover the wide clinical spectrum of dengue infections in adults. Furthermore, hospi-
tal studies lack pre-illness and early illness sera that can be used to characterize an individual’s
pre-infection dengue virus immune status or to measure laboratory predictors of disease sever-
ity. Therefore, there is a need for prospective population-based studies to complement the hos-
pital-based investigations [24]. This form of study contributes to an overall picture of the
spectrum of clinical disease in a given geographical area. To study the epidemiology of dengue
virus in Bandung, West Java, Indonesia, we conducted a prospective study in a cohort of adults
from August 2000 to June 2004 and from September 2006 to April 2009. The aims of the study
were to determine the incidence of symptomatic and asymptomatic infections; determine the
temporal distribution of dengue virus serotypes; characterize the clinical manifestations of den-
gue in adults and determine whether there is a correlation between severity of disease, pre-ill-
ness immune status and sequence of infections.
Preliminary results of the first two years were published previously [25]. Here, we report a
comprehensive seven year account of the epidemiology, virology, immunology and clinical pre-
sentation of dengue virus infections within West Java cohorts.
Materials and Methods
Ethical considerations
The study protocol was reviewed and approved by the Institutional Review Boards at the U.S.
Naval Medical Research Unit No. 2 and the National Institute of Health Research and Develop-
ment, Ministry of Health, Indonesia (DoD 30855, KS.02.01.2.1.2181 and N2.2006.0001,
KS.02.01.2.1.2776) in compliance with all U.S. Federal Regulations governing the protection of
human subjects. Each volunteer provided informed written consent upon enrollment.
Study design
The study was conducted in two phases: from August 2000 to June 2004 and from September
2006 to April 2009. The first phase was carried out in factories A and B and the second phase
in Factories A and C. Approximately 70% of the total factory workers participated in the study.
A cohort of 2978 adult volunteers was prospectively followed during the first phase and 2726
during the second phase. Among these volunteers, 1324 participated in both phases. Details of
the study design and procedures are illustrated in Fig 1 and are also described by Porter et al
[25]. Briefly, blood was collected during enrollment and every three to four months thereafter.
Factory employees who were ill were required to be seen by a factory clinician in order to be
officially excused from work and still receive wages for the day. Employees who were absent,
but did not report to the factory clinic were visited by a study team nurse. Volunteers who
experienced fever were evaluated at the factory clinics for clinical assessment and blood was
collected when indicated by study clinicians or nurses. A complete blood count (CBC) and
dengue virus infection diagnostic tests as described below, were performed. Patients were
advised to be hospitalized if their platelet count was less than 150,000/mm3 or at the discretion
of the clinic attending physicians. In order to account for any illnesses that may have been
missed, at each serosurvey volunteers were asked about any history of fever or any other illness
since their last serosurvey (S1 Form). For volunteers meeting hospitalization criteria, clinical
data was collected every day. For volunteers with confirmed dengue virus infection who did
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not meet hospitalization criteria, daily observation was conducted by study nurses either
through home visits or phone calls.
Dengue virus infection diagnostic assays
To diagnose dengue virus infection, virus isolation [25] and RT-PCR [26] were performed on
blood specimens collected during the acute phase of illness. Dengue virus IgM, IgG antibody
ELISA (FocusTechnology), and hemagglutination inhibition (HI) assays [27] were performed
on acute and convalescent specimens. A plaque reduction neutralization test (PRNT) using
BHK-21 cells was performed on pre-illness, acute and convalescent specimens from confirmed
dengue virus infection patients. PRNT was also used on paired serosurvey specimens to con-
firm potential asymptomatic dengue virus infections identified using a screening strategy
described below. The dilution that produced a 50% reduction in plaque count compared to a
negative control sample was determined by probit analysis using SPSS.
Asymptomatic dengue virus infections
To estimate the incidence of asymptomatic dengue virus infections, 25% of the total volunteer
population from September 2006 to February 2008 (675 volunteers) was randomly selected
using SPSS. Basic demographics (gender, age, factory of employment) between the randomly
selected subset and the entire cohort during that time period were not statistically different.
During this period, serum samples were collected every three to four months from each volun-
teer up to a total of six serum samples. In lieu of testing thousands of samples for which the HI
test is too cumbersome, we developed a new method to identify asymptomatic dengue virus
Fig 1. Overall study design. SS = serosurvey, AFS = acute febrile surveillance.
doi:10.1371/journal.pntd.0004390.g001
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infections utilizing dengue virus IgG ELISA (Focus Technology) assays for screening followed
by PRNT for confirmation. First, we established an IgG index ratio (IR) that could be used to
identify potential asymptomatic infection cases from consecutive serosurvey samples. In order
to do this, we tested 43 paired serosurvey sera, collected before and after confirmed symptom-
atic dengue virus infection episodes, along with 38 paired sera from confirmed non-dengue
virus febrile episodes. A post-/pre-illness IgG IR was calculated in dengue virus and non-den-
gue virus febrile episodes and receiver operating characteristic (ROC) analysis was used to
determine the IgG cut-off ratio to identify dengue virus infections. As samples identified
through this screening process were to be further tested by PRNT, a conservative cut-off ratio
was chosen in order to ensure that no cases were missed. We chose the lower IR between the
lowest IR in the dengue virus infection group and the highest IR in non-dengue virus infection
group as the cut-off value for screening. This resulted in an IR of 1.2. Of note, this strategy did
not work if non-consecutive (more than 4 months between samples) serosurvey samples were
used. In order to validate this approach, we ran IgG ELISAs on the 13 sample sets from the first
two years of the study that were screened for asymptomatic infection using HI and confirmed
by PRNT[25] and a random sampling of sample sets that were not identified as asymptomatic
dengue virus infections based on HI screening (n = 47). For all confirmed asymptomatic den-
gue virus infections ( 4-fold increase in HI titer confirmed by PRNT), the IgG ratio between
consecutive serosurvey samples was1.2 (range 1.2 to 29.1) and in all cases tested that were
not identified as asymptomatic dengue virus infections based on HI screening (<4-fold
increase in HI titer), this ratio was less than 1.2 (range 0.9 to 1.1) (S1 Fig).
Upon validating the cut-off IgG IR, six serial serosurvey specimens from 675 volunteers
were tested. Specimens with IgG IRs 1.2 between two consecutive serosurvey samples were
further tested by PRNT. The serosurvey samples from each volunteer were tested simulta-
neously according to the manufacturer’s instructions, using the same lot of the dengue virus
IgG ELISA kit.
Sequence analysis
The envelope genes from eight DENV-1, one DENV-2, three DENV-3 and six DENV-4 iso-
lates were sequenced (Genbank accession numbers KR604819-35) as previously described [28–
30]. In brief, viral RNA was extracted from virus isolates using the Qiamp Viral RNA mini kit
(Qiagen, Germany). Three overlapping fragments covering the Envelope-NS1 genes (approxi-
mately 2700 bases) were amplified by RT-PCR using serotype specific primer sets. Amplicons
were purified and the BigDye cycle sequencing kit (Applies Biosystems, USA) was used for
sequencing reactions. Sequencing reactions were run on a 3130 XL Genetic Analyzer (Applied
Biosystems) and sequence outputs were assembled using Sequencher software (Genecodes,
USA). Phylogenetic trees were generated using the Neighbor Joining method with bootstrap-
ping in MEGA 4 [31].
Definitions
The following definitions were used in this study:
Dengue virus infection: a recent dengue virus infection was confirmed when DEN virus
was isolated, or the RNA was detected in an acute sample, and/or IgM seroconversion, and/or
a four-fold or greater increase in HI antibody titers between acute and convalescent specimens
was observed.
Primary dengue virus infection: a confirmed dengue virus infection in which dengue virus
IgG antibodies were not detected in the acute sample and an HI titer of1:80 in the conva-
lescent specimen was observed. When indeterminate by IgG and HI, cases were also classified
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as primary infections when PRNT50 seroconversion to at least one serotype was detected
between acute PRNT-negative and convalescent specimens.
Secondary dengue virus infection: a confirmed dengue virus infection in which dengue
virus IgG antibodies or HI antibodies were detected in acute specimens or increased
to 1:1280 in convalescent specimens. In instances indeterminate by IgG and HI, cases were
classified as secondary infections when the presence of neutralization antibodies to any sero-
type in the acute specimens was detected.
Tertiary dengue virus infection: the second confirmed dengue virus infection during a vol-
unteers participation in the study when the individual had clear evidence (by PRNT) of prior
dengue virus infection upon enrollment in the study.
Clinical category: clinical data were analyzed using WHO 1997 criteria. Cases with evi-
dence of plasma leakage (hematocrit increase20%, or pleural effusion/acites by ultrasono-
gram), but no thrombocytopenia<100,000/mm3 were categorized as unclassified.
Asymptomatic dengue virus infection: An asymptomatic dengue virus infection was con-
firmed when there was no reported fever day or other illness and a four-fold or greater increase
of PRNT50 titer in any serotype between two serosurvey specimens whose IgG IR 1.2 was
observed. For primary asymptomatic cases, the infecting serotype was determined by the sero-
type with the highest PRNT50 titer in the second specimen.
Naïve population: a subset of study participants whose serosurvey specimens did not show
antibodies to dengue as verified by IgG index<1.
Pre-illness neutralizing antibody: pre-illness neutralizing antibodies, as measured by
PRNT, were present when the titer>1:10 and considered protective when the titer was>1:100
[32].
Data analysis
Incidence of symptomatic and asymptomatic DEN virus infection was expressed as the number
of infections occurring among the cohort per 1,000 person years of follow-up. Volunteers that
dropped out from the study were accounted for in the denominator (total person-years) by
including only the length of time they were available for follow-up. For comparison between
two proportions, the chi-square test was used using STATA 9 software (Texas).
Results
Study population
The study was conducted in two phases: from August 2000 to June 2004 and from September
2006 to April 2009. During each phase of the study the goal was to maintain a cohort of
approximately 3,000 volunteers. Over the course of both phases, a total of 4,380 volunteers
from three factories were enrolled in the study. Factory A was included in both phases of the
study and 1324 volunteers from Factory A participated in both phases of the study. Twenty
percent of the volunteers participated in the study for more than six years, 19% participated for
3–4 years, 26.4% for 2–3 years and 16.9% for 1–2 years. The mean (SD) age of volunteers at
enrollment was 35.6 (7.7) with a range between 18 and 66 years. A higher proportion of the
study population was male (ratio 1.87: 1). Demographics of the study population aggregated by
factory are shown in Table 1.
Seroprevalence and asymptomatic dengue virus infections
The presence of asymptomatic infections was determined in 675 subjects randomly chosen
from the September 2006 to February 2008 time period who did not experience an illness in
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between serosurveys. No evidence of a previous dengue virus infection was found in 15 (2.2%)
of these subjects. Serological evidence of a previous dengue virus infection was found in
87.53% of subjects aged 18–27 years, in 96.6% aged 28–37 years, in 99.1% aged 38–47 years,
and in all subjects above48 years old. This trend was found to be statistically significant with
prevalence higher in older age categories (Chi-squared test for trends, p<0.001).
Consecutive serosurvey samples were screened for asymptomatic infections using an IgG
index ratio of 1.2 as a cut off. An IgG index ratio (IR) 1.2 between two consecutive sero-
survey samples was found in 35 of 675 volunteers. After confirmatory PRNT testing, seven
were excluded as no four-fold increase in any serotype was observed (of note: all of the
excluded cases had low IgG IRs). Three of the 28 asymptomatic cases were primary infections,
two were due to DENV-4 and one was due to DENV-1. We evaluated “pre-illness” PRNT titers
for the 25 secondary infection asymptomatic cases. In four cases, the highest PRNT antibody
titers to any serotype were below the level of the suggested protective neutralizing titer
(1:100) [32]. In nine cases, protective neutralizing titers to one serotype were detected (five to
DENV-3, two to DENV-1 and one each to DENV-2 and DENV-4). In eight cases, protective
neutralizing titers were detected for two serotypes (six for DENV-1 and 3, one for DENV-1
and 2, and one for DENV-2 and 3) and protective neutralizing titers to three serotypes
(DENV-1, 2 and 3) were identified in four cases. During the same time period, 43 symptomatic
dengue virus infections occurred in the cohort resulting in an asymptomatic to symptomatic
dengue virus infection ratio of 2.6:1 (95% CI:1.6–3.12). The average age of subjects with asymp-
tomatic dengue virus infection was significantly higher than subjects with symptomatic dengue
(40.14, 95% CI: 37.34–42.94 vs. 36.0, 95% CI: 35.06–36.94). The proportion of women with
asymptomatic dengue virus infections was higher than the proportion with symptomatic den-
gue virus infections, but not significant (39.3% vs. 29.5%, p = 0.28).
Symptomatic dengue virus infections
A total of 2,167 febrile episodes occurred during the course of the study, which encompassed a
total of 15,454.5 person months of observation. DENV infections were confirmed in 268 epi-
sodes, giving an overall proportion of dengue virus infection among fever patients of 12.4%.
This proportion was less than 10% in 2002, 2004, 2006 to 2007, while the highest proportions
were observed in 2000 (41.2%) and 2009 (26.6%). The overall incidence rate in the cohort was
1730/100,000 person years. The annual incidence rate was the lowest in 2006 with 630/100,000
person years and the highest in 2009 with 3780/100,000 person years (Fig 2A). The incidence
rate was highest in the youngest (18–27 years old) age group (3984/100,000), followed by the
28–37 years old age group (2449/100,000), the>47 years old age group (1661/100,000) and the
38–47 years old age group (1384/100,000). In general, cases started to increase during the rainy
season in January, peaked in the first half of the year and then slowly decreased in the second
half of the year (Fig 2B).
Table 1. Cohort demographics.
Factory A Factory B Factory C Total
Time period AUG 00-JUN 04 AUG 06-APR 09 AUG 02-JUN 04 AUG 06-APR 09
Males 1295 (64%) 911 (64%) 438 (46%) 1055 (81%) 2855 (65%)
Females 731 515 514 245 1525
Mean age at enrollment 36.9 36.2 31.9 36.2 35.6
Age range at enrollment 18–64 18–53 18–66 19–55 15–66
doi:10.1371/journal.pntd.0004390.t001
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Laboratory diagnosis and virological findings
Of 268 symptomatic dengue cases, 92 were confirmed by virus isolation, RT-PCR and serology,
104 by RT-PCR and serology, and 72 only by serological assays. According to HI, IgG ELISA
and PRNT antibodies, infections were classified as primary in 21 (7.8%) cases and secondary in
247 (92.5%) cases.In Bandung, all serotypes circulated most years of the study. DENV-2 was
absent for 18 months from December 2001 until June 2003. DENV-1 and DENV-2 were not
detected for nine months from September 2006 to June 2007 and DENV-2 was absent from
Fig 2. Dengue cases by year, month and serotype distribution, 2000–2004 and 2006–2009. A. Proportion of dengue virus infections among febrile
episodes by year (grey bars), incidence rate of dengue virus infections in the cohort (red line), national incidence rate (solid black line) and provincial
incidence rate (dashed black line). B. Monthly distribution of dengue cases by serotype.
doi:10.1371/journal.pntd.0004390.g002
Findings of Dengue Infections in a Cohort of Indonesian Adults
PLOS Neglected Tropical Diseases | DOI:10.1371/journal.pntd.0004390 February 12, 2016 8 / 18
August 2007 to November 2008. DENV-3 and DENV-4, conversely, were more evenly distrib-
uted throughout the year. From a total of 196 cases where the serotype was identified, DENV-4
was the most frequent (28.6%), followed by DENV-3 (26.5%), DENV-2 (22.4%) and DENV-1
(22.4%).The only month that all serotypes were detected among the cohort simultaneously was
in March 2009, at a time during the highest incidence of cases (Fig 2B).
In confirmed cases, IgM antibodies were positive in 7.9% (7/89) of subjects who came to the
clinics on day two, 20.2% (18/89) on day three, 36.7% (18/49) on day four and 48.8% (20/41)
on day five or more. In 15.74% (42/268) of the cases, IgM antibodies were never detected, not
even in the convalescent specimens. All of the cases in which IgM antibodies were never
detected were confirmed by HI and in 19 cases were also confirmed by RT-PCR. All of the
cases in which IgM antibodies were never detected were secondary infections.
Sequence analysis
Envelope gene sequences from isolates identified in this study and sequences available in Gen-
Bank were used to generate phylogenetic trees for DENV-1, DENV-2, DENV-3, and DENV-4
(Fig 3). The similarity of envelope gene DENV-1 sequences within isolates from this study and
other Indonesian isolates were between 98–99% and 94–98%, respectively. The similarity of
amino acid sequence within this study and other Indonesian isolates was 98–99% and grouped
to genotype IV. The similarity with an Indonesian isolate from 2007 (gb/EU448401) was only
97%, resulting in different genotypes. The similarity of envelope gene DENV-2 sequences with
Indonesian isolates from 1976 to 2010 was between 97–98% and the similarity of amino acid
sequences was 99%. Genotype analysis grouped this isolate into the Cosmopolitan genotype.
Three DENV-3 sequences in the study have similarity of around 96.8–98% with most Indone-
sian isolates. The similarity in amino acid sequence was 99% and grouped to genotype I. How-
ever, the sequence similarity compared to two Indonesian isolates from 1998 (AY912454,
AY912455) was only 94.5% and the similarity in amino acid sequences was 98%, resulting in a
different genotype. Genotype analysis of five DENV-4 isolates placed them in genotype II,
together with other Indonesia isolates from 1973 to 2010.
Clinical categories, signs and symptoms
The majority of cases were DF (78.4%), followed by DHF grade I (11.9%), DHF grade II
(7.5%), unclassified (1.9%) and DSS (0.4%). Since patients were advised to come early when
they experienced fever, the mean days from fever onset was 3.2 (±1.2) days, ranging from day
two to eight days. Symptoms and signs that were frequently reported included myalgia
(91.3%), headache (90.9%), arthralgia (63.8%), nausea (59.6%) and a positive tourniquet test
(30.9%). Leukopenia (<4000/mm3) was detected in 29% of patients and thrombocytopenia
(<150,000/mm3) was detected in 34% of patients. Leukopenia and thrombocytopenia by fever
day is presented in Table 2. The majority of DF cases presented with an undifferentiated fever;
38.6% (81/210) also presented with hemorrhagic signs or mild thrombocytopenia. There were
no cases with complications such as organ impairment.
Sequential dengue virus infections
Six patients experienced multiple confirmed dengue virus infections resulting in febrile ill-
nesses during their participation in this study. Four of them have been reported elsewhere [33].
For the remaining two, one volunteer had evidence of three sequential dengue infections and
one had evidence of two dengue infections (Table 3). The first case was a 33 year old male (ID
50877) with evidence of a previous DENV-4 infection, followed by DENV-1 infection and a
DENV-3 infection five and half years later. The clinical diagnosis was DF. The second case was
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Fig 3. Neighbor-joining phylogenetic trees for the envelope gene from dengue viruses isolated from the cohort. A. Dengue virus-1 B. Dengue virus-2
C. Dengue virus-3 D. Dengue virus-4.
doi:10.1371/journal.pntd.0004390.g003
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a 28 year old male (ID 50743) with a DENV-2 infection followed by a DENV-3 infection two
years later. Clinically, both episodes manifested as DF with hemorrhagic manifestations that
required hospitalization. Details for all six sequential dengue virus infections are presented in
Table 3.
Clinical severity, serotype, pre-existing immunity and infection sequence
The distribution of clinical severity according to type of infection and infecting serotype is
listed in Table 4. Overall, 53 (19.8%) cases were classified as a severe form of illness, DHF I, II
and DSS.
Ninety-six percent of individuals that experienced a severe form of dengue (DHF and DSS)
had a secondary infection. The proportion of DHF and DSS among primary cases tended to be
lower than secondary cases (9.5% vs 20.6%, p = 0.21). The subjects that experienced a severe ill-
ness from a primary infection did not have any co-morbidities. There were 27 cases in which
the serotype of the second infecting virus was determined by RT-PCR and the serotype of the
previous dengue virus infection could be determined through pre-illness neutralizing antibody
titers. Previous infections with DENV-1 were identified in five cases, DENV-2 in 19 cases,
DENV-3 in one case and DENV-4 in two cases. Following a DENV-2 infection, infections with
DENV-3 or DENV-4 resulted in more severe illness than DENV-1 (40%, 28.6%, and 14.3%,
respectively). Two DHF cases occurred when DENV-1 was the first infecting virus (2/5), each
followed by DENV-2 or DENV-3, and four cases when DENV-2 was the first infecting virus
(4/19), two followed by DENV-3, one DENV-4 and one DENV-1.
Discussion
This prospective cohort study in West Java provides several important findings on the epide-
miology of dengue virus infections in adults living in an endemic area. First, dengue virus is a
major etiology of febrile illness (12.4%) in adults in Bandung, West Java, Indonesia. Second,
the average incidence rate of symptomatic laboratory confirmed dengue virus infection from
2000–2004 and 2006–2009 was 1734 cases/100,000 person year, or 43 times higher than the
district rate (40/100,000 person year) [34]. Lastly, between September 2006 and April 2008
asymptomatic infections were 2.6 times more frequent than symptomatic infections.
The proportion of dengue virus infections among acute febrile patients in the outpatient set-
ting has rarely been reported in Indonesia. A previous study from 1976, which was a bacterio-
logical and serological survey among febrile patients admitted to hospitals in Jakarta, revealed
a similar proportion of dengue virus infections [35]. Studies from Malaysia, Myanmar and
Thailand report proportions ranging between 5.7 to7%, suggesting dengue is more prevalent in
Indonesia [36–38]. The incidence rate in our prospective cohort was calculated from the num-
ber of dengue cases that were identified in outpatient clinics, representing both mild and severe
cases of dengue, whereas previously reported provincial and national incidence rates from
Indonesia were based on the hospitalized cases, representing more severe cases. This could
explain why we found an incidence rate 43 times higher than the reported provincial and
Table 2. Leukopenia and thrombocytopenia by fever day.
Fever day Leukocytes (<4000/mm3) N = 261 Platelet (<150,000/mm3) N = 258
Day 2 12.4% (11/89) 16/90 (17.8%)
Day 3 21.5% (20/93) 30/92 (32.6%)
Day 4 46.5% (20/43) 16/40 (40%)
Day 5 66.7% (24/36) 25/36 (69.4%)
doi:10.1371/journal.pntd.0004390.t002
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Table 3. Details for sequential dengue virus infections observed in the cohort.
Study ID
Episode 50877 50743 50730 51793 52159 52119
1 Date of illness UNK 24/10/2001 UNK UNK UNK UNK
Baseline sample date 3/6/2002 31/7/2001 18/5/2001 30/10/2001 14/8/2001 10/4/2003
Acute sample date N/A 24/10/2001 N/A N/A N/A N/A
Convalescent sample
date
N/A 8/11/2001 N/A N/A N/A N/A
Serotype (method) UNK DENV-2(PCR,ISOL) UNK UNK UNK UNK
IgM (acute/
convalescent)
N/A 3.4–8.9 N/A NA N/A N/A
HI (acute/
convalescent)
N/A 10–640 N/A N/A N/A N/A
PRNT 50% DENV-4? DENV-2 DENV-1? DENV-2 DENV-2? ?
Baseline PRNT 50%
(DENV-1,2,3,4)
<10,<10,10,17 <10,<10,<10,<10 187,<10,12,<10 <10,359,12,11 10,215,<10,<10 <10,124,99,29
Acute PRNT 50%
(DENV-1,2,3,4)
N/A <10,84,<10,<10 N/A N/A N/A N/A
Convalescent PRNT
50% (DENV-1,2,3,4)
N/A 95,2556,15,18 N/A N/A N/A N/A
Clinical Category UNK DF+HM UNK UNK UNK UNK
2 Date of illness 21/09/2002 02/08/2003 6/7/2001 5/1/2002 21/9/2001 6/6/2003
Acute sample date 21/09/2002 02/08/2003 6/7/2001 5/1/2002 21/9/2001 6/6/2003
Convalescent sample
date
7/10/2002 14/8/2003 17/7/2001 17/1/2002 1/10/2001 19/6/2003
Serotype (method) DENV-1(PCR,ISOL) DENV-3(PRNT) UNK DENV-3 (PCR) DENV-4(PCR,
ISOL)
DENV-4(PCR, ISOL)
IgM (acute/
convalescent)
0.9–2.8 1.01–1.26 0.5–4.8 0.7–10.9 0.17–1 0.2–1.1
HI (acute/
convalescent)
10–5120 320–5120 <10–640 160–10240 <10–2560 10–2560
Acute PRNT 50%
(DENV-1,2,3,4)
383,234,328,35 243,1076,349,101 <10,39,13,<10 <10,165,10,<10 <10,145<10,<10 <10,133,<10,<10
Convalescent PRNT
50% (DENV-1,2,3,4)
14205,87886,4374,162 343,19493,5900,154 >25000,1463,6870,56 3402,>1000,
6042,490
139,3337, 301,
493
567,7404,1029,5414
Clinical Category DF DF+HM DF DF DF DHF gr II
3 Date of illness 4/4/2008 N/A 7/1/2002 14/7/2003 17/3/2003 25/5/2004
Acute sample date 4/4/2008 N/A 7/1/2002 14/7/2003 17/3/2003 25/5/2004
Convalescent sample
date
14/4/2008 N/A 17/1/2002 24/7/2003 27/3/2003 5/6/2004
Serotype (method) DENV-3(PCR) N/A UNK UNK DENV-3
(RT-PCR)
DENV-3(RT-PCR,
ISOL)
IgM (acute/
convalescent)
0.5–1.8 N/A 0.48–1.99 1.3–9.3 0.19–1.1 0.4–0.8
HI (acute/
convalescent)
80–10240 N/A 40–1280 160–2560 80–5120 80–5120
Acute PRNT 50%
(DENV-1,2,3,4)
N/A N/A 809,76,127,18 77,764,172,137 51,505,57,61 <10,345,<10,<10
Convalescent PRNT
50% (DENV-1,2,3,4)
N/A N/A 8124,5537,
>1000,127
>4500,16750,
>1000,2126
>6000,>1000,
>6000,>4000
10720,
>1000,12103,4146
Clinical Category DF N/A DF DF DF DF
UNK = unknown, ISOL = isolation, DF = dengue fever, HM = hemorrhagic manifestations, DHF = dengue hemorrhagic fever, DHF gr II = DHF grade II
doi:10.1371/journal.pntd.0004390.t003
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national figures. This prospective cohort study was conducted in textile factories located in
West Java, Indonesia. A limitation of this study is that there is a lack of information specifically
about the adult population in Bandung. Thus, while we aimed to represent a working adult
population, it is difficult to determine how accurately we did so. While it was not possible to
determine where the participants were infected with dengue virus, it seems more likely that the
participants were infected outside of the factory as every time a dengue virus infection was con-
firmed in a cohort member, fogging was immediately conducted at the factory.
Our study revealed that dengue virus infections in adults were mostly uncomplicated DF
(78.4%). This finding is different than previous reports that demonstrate severe cases are more
predominant [16,17]. One of the reasons for this difference could be that our febrile patients
came mostly from outpatients clinics whereas other studies enrolled patients who had indica-
tions for hospitalization (usually with platelet count<100,000/mm3). Also, we may have
under-estimated the number of DHF cases because we relied heavily on serial hematocrit
results which may be influenced by intravenous fluid therapy and we used a strict 20% hemato-
crit increase to confirm hemoconcentration. Although we also performed ultrasonography, at
a maximum of once a day, it is probably not sufficient as plasma leakage is transient. It was not
possible to classify five cases as the clinical manifestations did not fit with any of the categories.
All showed plasma leakage but no thrombocytopenia was noted. For the clinical categories, we
also analyzed using the 2009 WHO Criteria that was introduced to answer the difficulties in
the use of the 1997 criteria. Our findings revealed that 52 of the 53 DHF cases and the 5 cases
that were not possible to be classified would not be considered as severe dengue because the
evidence of fluid accumulation was not accompanied by any required respiratory distress [39].
Based on the 2009 criteria, the clinical categories were 148 (55.2%) dengue without warning
signs (WWS), 119 (44.4%) dengue with warning signs (WS) and 1 (0.4%) severe dengue. While
the 1997 WHO criteria is criticized due to the difficulties in applying it in a clinical setting and
the increasing clinically severe dengue cases that did not fulfill the strict criteria of DHF [39],
we found that some warning sign criteria in the 2009 WHO criteria are based on clinical judg-
ment and therefore are non-standard (i.e. “severe bleeding as evaluated by clinician”, “abdomi-
nal pain or tenderness”, “persistent vomiting”, and “lethargy”). As dengue with warning signs
is indicated for hospitalization, researchers have raised concerns about the increasing hospitali-
zation rates [40]. Besides the classical signs and symptoms such as fever, headache and myalgia,
Table 4. Clinical severity, type of infection and infecting serotype for dengue cases in the cohort.
Serotypes
DENV-1 (44) DENV-2 (44) DENV-3 (52) DENV-4 (56) Unknown (72)
Primary infections (21) 9 7 4 1 0
DF(+HM) 6(1) 6(1) 1(2) 1 0
DHF I 0 0 0 0 0
DHF II 1 0 1 0 0
Unclassiﬁed 1 0 0 0 0
Secondary infections (247) 35 37 48 55 72
DF(+HM) 25(1) 27(2) 26(5) 39(3) 59(5)
DHF I 5 5 10 8 4
DHF II 2 3 7 4 2
DSS 0 0 0 0 1
Unclassiﬁed 2 0 0 1 1
DF = dengue fever, HM = hemorrhagic manifestations, DHF = dengue hemorrhagic fever, DSS = dengue shock syndrome
doi:10.1371/journal.pntd.0004390.t004
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we found that leukopenia and thrombocytopenia only supported the dengue diagnosis if tested
on day five or more of illness. Furthermore, the development of leukopenia and thrombocyto-
penia concurred with a sensitivity of DENV IgM antibodies above 50%. We observed an
absence of detectable IgM antibodies in dengue cases in some of our participants (15.7%). This
phenomenon has been previously reported with the percentages varying from 5.4% [41], 22.1%
[42] to 27.6% of convalescent specimens collected on day 7–14 of fever [43].
In our study population, DHF cases were predominantly secondary infections (96.2%).
While the proportion of DHF cases due to a secondary infection was higher than in primary
infections, the difference was not significant. DHF cases in adults have also been reported in
Thailand, Martinique and Pakistan [44–46] In addition, we also identified tertiary infections in
six patients, all presenting with DF. This finding, similar to a previous report from Thailand
[47], indicates that a previous infection with two dengue serotypes does not necessarily protect
an individual against future clinical dengue infections. On the contrary, some level of protec-
tion has been demonstrated in several primates studies [48–51], a hospital based study in Bang-
kok [52], and a prospective cohort in Iquitos, Peru [53].
Our study demonstrated that no serotype was significantly more predominant and most
serotypes circulated every year in Bandung. The fact that certain serotypes were not detected
for some time could be due to the limited size of the study population. Only during the most
intensive transmission period (March 2009) were all serotypes identified in the cohort at the
same time. Similar findings have been reported during other outbreaks in Indonesia [16,17].
The sequence of infecting serotypes has been associated with disease severity [54,55]. We
found that most cases with well-characterized sequence serotypes had DENV-2 as the previous
infecting serotype. Furthermore DHF more frequently occurred when DENV-3 (40%) was the
infecting serotype for the second infection compared to DENV-4 or DENV-1, although this dif-
ference was not significant. Our data do not support previous findings from Thailand and Cuba
that a DENV-2 infection after DENV-1 is a risk factor to develop severe dengue [54,55]. A con-
clusion cannot be drawn regarding other sequences, as the number of cases was too limited.
We suspect that the majority of asymptomatic infections were the result of DENV-4 infec-
tions for the following reasons: first, two of the three primary asymptomatic infections were
caused by DENV-4; second, all available pre-illness sera from 24 of 25 secondary asymptomatic
infections revealed no or very low neutralizing antibodies to DENV-4; third DENV-4, along
with DENV-3, were the predominant serotypes (39.4% and 42.4%, respectively) identified in
symptomatic cases during the same period in the same cohort. Asymptomatic or mild forms of
disease resulting from DENV-4 infections have been reported before from Indonesia [56] and
thought to be the reason for the scarcity of DENV-4 hospitalized cases [32].
Finally, our study shows that there are dynamic changes in the various genotypes of the cir-
culating DENV in Indonesia. DENV-1 genotype IV that was detected in our study in 2003,
2005 and 2008 was first detected in 1968 and since then has been endemic in various areas of
Indonesia [57–59]. Regarding other genotypes, DENV-1 genotype I was first reported in Indo-
nesia in 2007 (gb:EU448401) and 2010 in Surabaya [58] and became the predominant geno-
type in Semarang in 2012, while DENV-1 genotype II has begun to be detected again after it
was last detected in 1964 in Thailand [60]. Monitoring the dynamic changes of DENVs is very
important as it may relate to clinical severity and thus may have public health impact. For
example, despite the high homology of DENV-1 isolates from our study with the strain from
the 1998 Sumatera outbreak isolates, no significant rise in cases was reported during our study.
A plausible explanation based on the genotype analysis was that the 1998 outbreak was caused
by the introduction of DENV-1 genotype IV, but from a different clade. In comparison to the
dynamic changes of DENV-1 genotypes, the circulating DENV-2 isolates in Indonesia from
1976 to 2012 and the isolates from our study were only grouped into the Cosmopolitan
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genotype [57,60]. This Cosmopolitan genotype has previously been associated with severe dis-
ease [61]. Similarly, the genotype I of DENV-3 in our study is the common genotype in Indo-
nesia and has remained endemic since 1973. However, during the1998 outbreak, the
circulating DENV-3 was from genotype II. Our study was one of only a few studies in Indone-
sia that has successfully detected and isolated DENV-4 [60]. All DENV-4 isolates were similar
to the Indonesia isolates from 1973–2010, belonging to genotype II, which were different to the
dominant circulating strain in Thailand (genotype I) [28] and cause mostly mild illness [62]. A
limitation of our study is that the viruses selected for sequencing were from a convenience sam-
ple and were not selected to be representative. Thus, it is possible that other genotypes of all
four dengue viruses may be circulating in this area. Also, the asymptomatic dengue infection
was only based on 1.5 years of surveillance. However, this is similar to the ratio from the first
two years of the study, using a different approach [25] and another study in Thailand [63].
In conclusion, our study was a population-based cohort study carried out in large factories
in West Java, Indonesia with intense monitoring during nearly seven years. We were able to
identify dengue virus infections at an early stage and those that presented with minimal symp-
toms thus providing accurate epidemiological data regarding the spectrum of dengue disease in
adults. As dengue is a growing public health threat without effective preventive measures and
an unclear pathogenesis of severe illness, further studies examining dengue virus infection in a
natural setting need to be conducted.
Supporting Information
S1 Checklist. STROBE checklist.
(DOCX)
S1 Form. English translation of questionnaire used at the serosurveys.
(TIF)
S1 Fig. IgG index ratio values by fold increase in HI titer. Sequential serosurvey samples
from individuals who did not experience a febrile illness between serosurveys were tested by
both HI and IgG ELISA. An IgG index ratio was calculated by dividing the later serorsurvey
sample IgG index value by the earlier serosurvey sample IgG index value. All samples with
a 4-fold increase in HI titer were confirmed asymptomatic infections by PRNT.
(TIF)
Acknowledgments
We would like to acknowledge all the volunteers, our research team at Universitas Padjadjaran,
Hasan Sadikin Hospital, NAMRU No. 2 and NIHRD, Ministry of Health, RI, for a long mutual
collaboration. In particular, we thank Dr Ardini Raksanagara and HodijahSatriyo, who were
the key leads at the factory, Ratna Irsiana Tan who dedicated most of her professional work life
to dengue research, Kendra Chittenden from USAID, Jakarta and INA-RESPOND for their
assistance and support during the preparation of this manuscript. The views expressed in this
article are those of the authors and do not necessarily reflect the official policy or position of
the Department of Defense, Department of the Navy, nor the U.S. Government. Some of the
authors are/were employees of the U.S. Government or military service members (HK, SW, N,
CGB, PJB, THB, MW, KRP). This work was prepared as part of their official duties. Title 17 U.
S.C. section 105 provides that ‘Copyright protection under this title is not available for any
work of the United States Government’ Title 17 U.S.C. section 101 defines a U.S. Government
work as a work prepared by a military service member or employee of the U.S. Government as
part of that person’s official duties.
Findings of Dengue Infections in a Cohort of Indonesian Adults
PLOS Neglected Tropical Diseases | DOI:10.1371/journal.pntd.0004390 February 12, 2016 15 / 18
Author Contributions
Conceived and designed the experiments: HK BA IFR SWUA N NHS HJ CGB PJB THBMW
KRP. Performed the experiments: SW UA. Analyzed the data: HK BA QdM IFR SW UA NHN
NHS HJ AvdV CGB PJB THBMWKRP. Wrote the paper: HK QdMMWAvdV.
References
1. Henchal EA, Putnak JR (1990) The dengue viruses. Clin Microbiol Rev 3: 376–396. PMID: 2224837
2. Kuno G (2009) Emergence of the severe syndrome and mortality associated with dengue and dengue-
like illness: historical records (1890 to 1950) and their compatibility with current hypotheses on the shift
of disease manifestation. Clin Microbiol Rev 22: 186–201, Table of Contents. doi: 10.1128/CMR.
00052-08 PMID: 19366911
3. Halstead SB, Yamarat C (1965) Recent Epidemics of Hemorrhagic Fever in Thailand. Observations
Related to Pathogenesis of a "New" Dengue Disease. Am J Public Health Nations Health 55: 1386–
1395. PMID: 14334760
4. WHO (2009) Dengue guidelines for diagnosis, treatment, prevention and control.
5. Guha-Sapir D, Schimmer B (2005) Dengue fever: new paradigms for a changing epidemiology. Emerg
Themes Epidemiol 2: 1. PMID: 15743532
6. Gupta N, Srivastava S, Jain A, Chaturvedi UC (2012) Dengue in India. Indian J Med Res 136: 373–
390. PMID: 23041731
7. Humayoun MA, Waseem T, Jawa AA, Hashmi MS, Akram J (2010) Multiple dengue serotypes and high
frequency of dengue hemorrhagic fever at two tertiary care hospitals in Lahore during the 2008 dengue
virus outbreak in Punjab, Pakistan. Int J Infect Dis 14 Suppl 3: e54–59. doi: 10.1016/j.ijid.2009.10.008
PMID: 20171916
8. Tapia-Conyer R, Mendez-Galvan JF, Gallardo-Rincon H (2009) The growing burden of dengue in Latin
America. J Clin Virol 46 Suppl 2: S3–6. doi: 10.1016/S1386-6532(09)70286-0 PMID: 19800563
9. Bouldouyre MA, Baumann F, Berlioz-Arthaud A, Chungue E, Lacassin F (2006) Factors of severity at
admission during an epidemic of dengue 1 in New Caledonia (South Pacific) in 2003. Scand J Infect
Dis 38: 675–681. PMID: 16857614
10. George R, Lam SK (1997) Dengue virus infection—the Malaysian experience. Ann Acad Med Singa-
pore 26: 815–819. PMID: 9522985
11. Teixeira MG, Costa MC, Coelho G, Barreto ML (2008) Recent shift in age pattern of dengue hemor-
rhagic fever, Brazil. Emerg Infect Dis 14: 1663. doi: 10.3201/eid1410.071164 PMID: 18826842
12. Ibrahim NM, Cheong I (1995) Adult dengue haemorrhagic fever at Kuala Lumpur Hospital: retrospective
study of 102 cases. Br J Clin Pract 49: 189–191. PMID: 7547159
13. Srichaikul T, Punyagupta S, Nitiyanant P, Alkarawong K (1975) Disseminated intravascular coagulation
in adult Dengue haemorrhagic fever: Report of three cases. Southeast Asian J Trop Med Public Health
6: 106–114. PMID: 1145232
14. Sumarmo, Wulur H, Jahja E, Gubler DJ, SuharyonoW, et al. (1983) Clinical observations on virologi-
cally confirmed fatal dengue infections in Jakarta, Indonesia. Bull World Health Organ 61: 693–701.
PMID: 6605216
15. Gubler DJ, SuharyonoW, Lubis I, Eram S, Sulianti Saroso J (1979) Epidemic dengue hemorrhagic
fever in rural Indonesia. I. Virological and epidemiological studies. Am J Trop Med Hyg 28: 701–710.
PMID: 464191
16. Corwin AL, Larasati RP, Bangs MJ, Wuryadi S, Arjoso S, et al. (2001) Epidemic dengue transmission in
southern Sumatra, Indonesia. Trans R Soc Trop Med Hyg 95: 257–265. PMID: 11490992
17. Suwandono A, Kosasih H, Nurhayati, Kusriastuti R, Harun S, et al. (2006) Four dengue virus serotypes
found circulating during an outbreak of dengue fever and dengue haemorrhagic fever in Jakarta, Indo-
nesia, during 2004. Trans R Soc Trop Med Hyg 100: 855–862. PMID: 16507313
18. Pang J, Salim A, Lee VJ, Hibberd ML, Chia KS, et al. (2012) Diabetes with hypertension as risk factors
for adult dengue hemorrhagic fever in a predominantly dengue serotype 2 epidemic: a case control
study. PLoS Negl Trop Dis 6: e1641. doi: 10.1371/journal.pntd.0001641 PMID: 22563519
19. Leo YS, Thein TL, Fisher DA, Low JG, Oh HM, et al. (2011) Confirmed adult dengue deaths in Singa-
pore: 5-year multi-center retrospective study. BMC Infect Dis 11: 123. doi: 10.1186/1471-2334-11-123
PMID: 21569427
Findings of Dengue Infections in a Cohort of Indonesian Adults
PLOS Neglected Tropical Diseases | DOI:10.1371/journal.pntd.0004390 February 12, 2016 16 / 18
20. Thomas L, Brouste Y, Najioullah F, Hochedez P, Hatchuel Y, et al. (2010) Prospective and descriptive
study of adult dengue cases in an emergency department, in Martinique. Med Mal Infect 40: 480–489.
doi: 10.1016/j.medmal.2009.10.001 PMID: 19951833
21. Hanafusa S, Chanyasanha C, Sujirarat D, Khuankhunsathid I, Yaguchi A, et al. (2008) Clinical features
and differences between child and adult dengue infections in Rayong Province, southeast Thailand.
Southeast Asian J Trop Med Public Health 39: 252–259. PMID: 18564710
22. Chan KP, Lau GK, Doraisingham S, Chan YC (1995) Adult dengue deaths in Singapore. Clin Diagn
Virol 4: 213–222. PMID: 15566841
23. Tripathi BK, Gupta B, Sinha RS, Prasad S, Sharma DK (1998) Experience in adult population in dengue
outbreak in Delhi. J Assoc Physicians India 46: 273–276. PMID: 11273345
24. Endy TP, Yoon IK, Mammen MP (2010) Prospective cohort studies of dengue viral transmission and
severity of disease. Curr Top Microbiol Immunol 338: 1–13. doi: 10.1007/978-3-642-02215-9_1 PMID:
19802574
25. Porter KR, Beckett CG, Kosasih H, Tan RI, Alisjahbana B, et al. (2005) Epidemiology of dengue and
dengue hemorrhagic fever in a cohort of adults living in Bandung, West Java, Indonesia. Am J Trop
Med Hyg 72: 60–66. PMID: 15728868
26. Lanciotti RS, Calisher CH, Gubler DJ, Chang GJ, Vorndam AV (1992) Rapid detection and typing of
dengue viruses from clinical samples by using reverse transcriptase-polymerase chain reaction. J Clin
Microbiol 30: 545–551. PMID: 1372617
27. Clarke DH, Casals J (1958) Techniques for hemagglutination and hemagglutination-inhibition with
arthropod-borne viruses. Am J Trop Med Hyg 7: 561–573. PMID: 13571577
28. Klungthong C, Zhang C, Mammen MP Jr., Ubol S, Holmes EC (2004) The molecular epidemiology of
dengue virus serotype 4 in Bangkok, Thailand. Virology 329: 168–179. PMID: 15476884
29. Zhang C, MammenMP Jr., Chinnawirotpisan P, Klungthong C, Rodpradit P, et al. (2005) Clade
replacements in dengue virus serotypes 1 and 3 are associated with changing serotype prevalence. J
Virol 79: 15123–15130. PMID: 16306584
30. Zhang C, MammenMP Jr., Chinnawirotpisan P, Klungthong C, Rodpradit P, et al. (2006) Structure and
age of genetic diversity of dengue virus type 2 in Thailand. J Gen Virol 87: 873–883. PMID: 16528037
31. Tamura K, Dudley J, Nei M, Kumar S (2007) MEGA4: Molecular Evolutionary Genetics Analysis
(MEGA) software version 4.0. Mol Biol Evol 24: 1596–1599. PMID: 17488738
32. Endy TP, Nisalak A, Chunsuttitwat S, Vaughn DW, Green S, et al. (2004) Relationship of preexisting
dengue virus (DV) neutralizing antibody levels to viremia and severity of disease in a prospective cohort
study of DV infection in Thailand. J Infect Dis 189: 990–1000. PMID: 14999601
33. Kosasih HY, H. Sudjana P. Alisjahbana B. Wuryadi S. Akterono. Tan RI. Yuwono D. Beckett C. Porter
KR. Blair PJ. (2006) Report of Four Volunteers with Primary, Secondary and Tertiary Dengue Infections
during a Prospective Cohort Study. Dengue Bulletin 30: 87–92.
34. Pusdatin (2010) Buletin jendela epidemiologi. Departemen Kesehatan Republik Indonesia. pp. 1–4.
35. Anderson KE, Joseph SW, Nasution R, Sunoto, Butler T, et al. (1976) Febrile illnesses resulting in hos-
pital admission: a bacteriological and serological study in Jakarta, Indonesia. Am J Trop Med Hyg 25:
116–121. PMID: 769571
36. Leelarasamee A, Chupaprawan C, Chenchittikul M, Udompanthurat S (2004) Etiologies of acute undif-
ferentiated febrile illness in Thailand. J Med Assoc Thai 87: 464–472. PMID: 15222513
37. Ellis RD, Fukuda MM, McDaniel P, Welch K, Nisalak A, et al. (2006) Causes of fever in adults on the
Thai-Myanmar border. Am J Trop Med Hyg 74: 108–113. PMID: 16407353
38. Brown GW, Shirai A, Jegathesan M, Burke DS, Twartz JC, et al. (1984) Febrile illness in Malaysia—an
analysis of 1,629 hospitalized patients. Am J Trop Med Hyg 33: 311–315. PMID: 6324601
39. Dengue guidelines for diagnosis treatment prevention and control, Geneva Switzerland, World Health
Organization (2009).
40. Srikiatkhachorn A, Rothman AL, Gibbons RV, Sittisombut N, Malasit P, et al. (2011) Dengue—how
best to classify it. Clin Infect Dis 53: 563–567. doi: 10.1093/cid/cir451 PMID: 21832264
41. Vaughn DW, Green S, Kalayanarooj S, Innis BL, Nimmannitya S, et al. (1997) Dengue in the early
febrile phase: viremia and antibody responses. J Infect Dis 176: 322–330. PMID: 9237696
42. Chanama S, Anantapreecha S, A An, Sa-gnasang A, Kurane I, et al. (2004) Analysis of specific IgM
responses in secondary dengue virus infections: levels and positive rates in comparison with primary
infections. J Clin Virol 31: 185–189. PMID: 15465410
43. Sa-Ngasang A, Anantapreecha S, A AN, Chanama S, Wibulwattanakij S, et al. (2006) Specific IgM and
IgG responses in primary and secondary dengue virus infections determined by enzyme-linked immu-
nosorbent assay. Epidemiol Infect 134: 820–825. PMID: 16371180
Findings of Dengue Infections in a Cohort of Indonesian Adults
PLOS Neglected Tropical Diseases | DOI:10.1371/journal.pntd.0004390 February 12, 2016 17 / 18
44. Thomas L, Verlaeten O, Cabie A, Kaidomar S, Moravie V, et al. (2008) Influence of the dengue sero-
type, previous dengue infection, and plasma viral load on clinical presentation and outcome during a
dengue-2 and dengue-4 co-epidemic. Am J Trop Med Hyg 78: 990–998. PMID: 18541782
45. Wichmann O, Hongsiriwon S, Bowonwatanuwong C, Chotivanich K, Sukthana Y, et al. (2004) Risk fac-
tors and clinical features associated with severe dengue infection in adults and children during the
2001 epidemic in Chonburi, Thailand. Trop Med Int Health 9: 1022–1029. PMID: 15361117
46. KhurramM, QayyumW, Hassan SJ, Mumtaz S, Bushra HT, et al. (2014) Dengue hemorrhagic fever:
comparison of patients with primary and secondary infections. J Infect Public Health 7: 489–495. doi:
10.1016/j.jiph.2014.05.005 PMID: 24999118
47. Bhoomiboonchoo P, Nisalak A, Chansatiporn N, Yoon IK, Kalayanarooj S, et al. (2015) Sequential den-
gue virus infections detected in active and passive surveillance programs in Thailand, 1994–2010.
BMC Public Health 15: 250. doi: 10.1186/s12889-015-1590-z PMID: 25886528
48. Scherer WF, Breakenridge FA, Dickerman RW (1972) Cross-protection studies and search for subclini-
cal disease in new world monkeys infected sequentially with different immunologic types of Dengue
viruses. Am J Epidemiol 95: 67–79. PMID: 4621395
49. Halstead SB, Casals J, Shotwell H, Palumbo N (1973) Studies on the immunization of monkeys against
dengue. I. Protection derived from single and sequential virus infections. Am J Trop Med Hyg 22: 365–
374. PMID: 4196288
50. Whitehead RH, Chaicumpa V, Olson LC, Russell PK (1970) Sequential dengue virus infections in the
white-handed gibbon (Hylobates lar). Am J Trop Med Hyg 19: 94–102. PMID: 5416293
51. Price WH (1968) Sequential immunization as a vaccination procedure against dengue viruses. Am J
Epidemiol 88: 392–397. PMID: 4972371
52. Gibbons RV, Kalanarooj S, Jarman RG, Nisalak A, Vaughn DW, et al. (2007) Analysis of repeat hospital
admissions for dengue to estimate the frequency of third or fourth dengue infections resulting in admis-
sions and dengue hemorrhagic fever, and serotype sequences. Am J Trop Med Hyg 77: 910–913.
PMID: 17984352
53. Olkowski S, Forshey BM, Morrison AC, Rocha C, Vilcarromero S, et al. (2013) Reduced risk of disease
during postsecondary dengue virus infections. J Infect Dis 208: 1026–1033. doi: 10.1093/infdis/jit273
PMID: 23776195
54. Sangkawibha N, Rojanasuphot S, Ahandrik S, Viriyapongse S, Jatanasen S, et al. (1984) Risk factors
in dengue shock syndrome: a prospective epidemiologic study in Rayong, Thailand. I. The 1980 out-
break. Am J Epidemiol 120: 653–669. PMID: 6496446
55. Guzman MG, Deubel V, Pelegrino JL, Rosario D, Marrero M, et al. (1995) Partial nucleotide and amino
acid sequences of the envelope and the envelope/nonstructural protein-1 gene junction of four dengue-
2 virus strains isolated during the 1981 Cuban epidemic. Am J Trop Med Hyg 52: 241–246. PMID:
7694966
56. Beckett CG, Kosasih H, Faisal I, Nurhayati, Tan R, et al. (2005) Early detection of dengue infections
using cluster sampling around index cases. Am J Trop Med Hyg 72: 777–782. PMID: 15967759
57. Ong SH, Yip JT, Chen YL, Liu W, Harun S, et al. (2008) Periodic re-emergence of endemic strains with
strong epidemic potential-a proposed explanation for the 2004 Indonesian dengue epidemic. Infect
Genet Evol 8: 191–204. doi: 10.1016/j.meegid.2007.12.005 PMID: 18243816
58. Sjatha F, Takizawa Y, Yamanaka A, Konishi E (2012) Phylogenetic analysis of dengue virus types 1
and 3 isolated in Jakarta, Indonesia in 1988. Infect Genet Evol 12: 1938–1943. doi: 10.1016/j.meegid.
2012.08.006 PMID: 22959957
59. Raekiansyah M, Pramesyanti A, Bela B, Kosasih H, Ma'roef CN, et al. (2005) Genetic variations and
relationship among dengue virus type 3 strains isolated from patients with mild or severe form of den-
gue disease in Indonesia and Thailand. Southeast Asian J Trop Med Public Health 36: 1187–1197.
PMID: 16438144
60. Fahri S, Yohan B, Trimarsanto H, Sayono S, Hadisaputro S, et al. (2013) Molecular surveillance of den-
gue in Semarang, Indonesia revealed the circulation of an old genotype of dengue virus serotype-1.
PLoS Negl Trop Dis 7: e2354. doi: 10.1371/journal.pntd.0002354 PMID: 23951374
61. Leitmeyer KC, Vaughn DW, Watts DM, Salas R, Villalobos I, et al. (1999) Dengue virus structural differ-
ences that correlate with pathogenesis. J Virol 73: 4738–4747. PMID: 10233934
62. Nisalak A, Endy TP, Nimmannitya S, Kalayanarooj S, Thisayakorn U, et al. (2003) Serotype-specific
dengue virus circulation and dengue disease in Bangkok, Thailand from 1973 to 1999. Am J Trop Med
Hyg 68: 191–202. PMID: 12641411
63. Yoon IK, Rothman AL, Tannitisupawong D, Srikiatkhachorn A, Jarman RG, et al. (2012) Underrecog-
nized mildly symptomatic viremic dengue virus infections in rural Thai schools and villages. J Infect Dis
206: 389–398. doi: 10.1093/infdis/jis357 PMID: 22615312
Findings of Dengue Infections in a Cohort of Indonesian Adults
PLOS Neglected Tropical Diseases | DOI:10.1371/journal.pntd.0004390 February 12, 2016 18 / 18
